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Network Pharmacology-based Discussion on the Mechanism of Intervention
of Renal Fibrosis with Huangqi—Danshen Couplet Medicines
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1 Graduate School of Guangxi University of Chinese Medicine, Nanning 530000, China;
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Abstraot Objective: To survey the mechanism of Huangqi (Astragali radix)-Danshen (Salviae miltiorrhizae
radix et rhizoma) in the prevention and treatment of renal fibrosis. Methods: Active ingredients and the targets of
action of Huangqi and Danshen were searched from TCMSP; GeneCards and OMIM were utilized to search renal
fibrosis-related genes, and UniProt database was used to correct the names of the genes corresponding to the
targets; Cytoscape 3.6.0 software was applied to construct active ingredients-target network and PPI interaction of
the couplet medicines, for the screening of the core active ingredients and targets; DAVID was used to perform
GO and KEGG enrichment analysis. Results: All 85 effective active ingredients and 1297 effective targets of
action were obtained from the couplet medicines; the enrichment analysis revealed that the mechanism might be
associated to the signaling pathways including PI3K/AKT, HIF-1, cellular apoptosis, thyroid hormone, MAPK,
calcium, NF-«B and vascular endothelial growth factors, and IL-6, CASP3, MAPKS8, VEGFA, EGFR, MYC,
CCND1, ESR1, FOS, ERBB2, AR, RELA and PPARG might be the important target genes for the intervention of
renal fibrosis with the couplet medicines. Conclusion: Huanggi-Danshen couplet medicines have the characteristics
of multi-component, multi-target and multi-pathway for the intervention of renal fibrosis.

Keywords renal fibrosis; network pharmacology; Huangqi; Danshen
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